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Published ribosome profiling datasets used for uORF identification  
  

Strain Relevant genotype Growth 
conditions 

Source GEOAccession 
Number 

     
tif1-ts- experiment 
NSY20 TIF1 SC, 30°C (Sen et al. 

2015) 
GSM1622004, GSM1622005 

  SC, 30°C to 
37°C shift 

(Sen et al. 
2015) 

GSM1622012, GSM1622013 

NSY21 tif1-A79V SC, 30°C  (Sen et al. 
2015)  

GSM1622006, GSM1622007 

  SC, 30°C to 
37°C shift 

(Sen et al. 
2015) 

GSM1622014, GSM1622015 

 

ded1-cs- experiment 
NSY4 
 

DED1 SC, 30°C to 
15°C shift 

(Sen et al. 
2015)  

GSM1621988, GSM1621989 

NSY5 ded1-120 SC, 30°C to 
15°C shift 

(Sen et al. 
2015) 

GSM1621990, GSM1621991 

 

dom34D experiment 
YNG100 ski2Δ YPD, 30°C  (Guydosh 

and Green 
2014) 

GSM1279568 
 

YNG103 dom34Δ/ski2Δ YPD, 30°C  (Guydosh 
and Green 
2014) 

GSM1279569 
 

 

Rli1 depletion experiment 
YDY128 WT YPD, 30°C (Young et 

al. 2015) 
GSM1700885 

YDY130 PGAL-UBI-R-FH-
RLI1 

YPD, 30°C (Young et 
al. 2015) 

GSM1700886, GSM1700891 

 

tif3Δ SC experiment 
BY4741 WT SC, 30°C to 

15°C shift 
(Sen et al. 
2016) 

GSM2178823, GSM2178824 

FJZ052 tif3Δ SC, 30°C to 
15°C shift 

(Sen et al. 
2016) 

GSM2178825, GSM2178826 

 

Analysis of cycloheximide effects in WT cells (X1 cycloheximide and no cycloheximide data only) 
BY4741 WT YPD, 30°C (Gerashch

enko and 
Gladyshev 
2014) 

GSM1439588, GSM1439584 
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